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98 610 615 620 

99 Asp Thr Tyr Cys Arg Leu Tyr Ser Leu Ser Val Asp Asn Phe Asn Glu 

100 625 630 635 640 

101 Val Leu Glu Glu Tyr Pro Met Met Arg Arg Ala Phe Glu Thr Val Ala 

102 645 650 655 

103 lie Asp Arg Leu Asp Arg lie Gly Lys Lys Asn Ser lie Leu Leu His 

104 660 665 670 

105 Lys Val Gin His Asp Leu Asn Ser Gly Val Phe Asn Asn Gin Glu Asn 

106 675 680 685 

107 Ala lie lie Gin Glu lie Val Lys Tyr Asp Arg Glu Met Val Gin Gin 

108 690 695 700 

109 Ala Glu Leu Gly Gin Arg Val Gly Leu Phe Pro Pro Pro Pro Pro Pro 

110 705 710 715 720 

111 Pro Gin Val Thr Ser Ala lie Ala Thr Leu Gin Gin Ala Ala Ala Met 

112 725 730 735 

113 Ser Phe Cys Pro Gin Val Ala Arg Pro Leu Val Gly Pro Leu Ala Leu 

114 740 745 750 

115 Gly Ser Pro Arg Leu Val Arg Arg Pro Pro Pro Gly Pro Ala Pro Ala 

116 755 760 ^ 765 

117 Ala Ala Ser Pro Gly Pro Pro Pro Pro Ala Ser Pro Pro Gly Ala Pro 

118 770 775 780 

119 Ala Ser Pro Arg Ala Pro Arg Thr Ser Pro Tyr Gly Gly Leu Pro Ala 

120 785 790 795 ' 800 

121 Ala Pro Leu Ala Gly Pro Ala Leu Pro Ala Arg Arg Leu Ser Arg Ala 

122 805 810 815 

123 Ser Arg Pro Leu Ser Ala Ser Gin Pro Ser Leu Pro His Gly Ala Pro 

124 820 825 830 

125 Gly Pro Ala Ala Ser Thr Arg Pro Ala Ser Ser Ser Thr Pro Arg Leu 

126 835 840 845 

127 Gly Pro Thr Pro Ala Ala Arg Ala Ala Ala Pro Ser Pro Asp Arg Arg 

128 850 855 860 

129 Asp Ser Ala Ser Pro Gly Ala Ala Gly Gly Leu Asp Pro Gin Asp Ser 

130 865 870 875 880 

131 Ala Arg Ser Arg Leu Ser Ser Asn Leu 

132 885 



134 <210> SEQ ID NO: 2 

135 <211> LENGTH: 3372 

136 <212> TYPE: DNA 

137 <213> ORGANISM: Homo sapiens 

138 <400> SEQUENCE: 2 



139 cggctccgct ccgcactgcc cggcgccgcc tcgccatgga cgcgcgcggg ggcggcgggc 60 

140 ggcccgggga gagcccgggc gcgagcccca cgaccgggcc gccgccgccg ccgcccccgc 120 

141 gcccccccaa acagcagccg ccgccgccgc cgccgcccgc gccccccccg ggccccgggc 180 

142 ccgcgccccc ccagcacccg ccccgggccg aggcgttgcc cccggaggcg gcggatgagg 240 
14 3 gcggcccgcg gggccggctc cgcagccgcg acagctcgtg cggccgcccc ggcaccccgg 300 



gcgcggcgag cacggccaag ggcagcccga acggcgagtg cgggcgcggc gagccgcagt 360 

gcagccccgc ggggcccgag ggcccggcgc gggggcccaa ggtgtcgttc tcgtgccgcg 420 

gggcggcctc ggggcccgcg ccggggccgg ggccggcgga ggaggcgggc agcgaggagg 4 80 

cgggcccggc gggggagccg cgcggcagcc aggccagctt catgcagcgc cagttcggcg 540 
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148 cgctcctgca gccgggcgtc aacaagttct cgctgcggat gttcggcagc cagaaggccg 600 

14 9 tggagcgcga gcaggagcgc gtcaagtcgg cgggggcctg gatcatccac ccgtacagcg 660 

150 acttcaggtt ctactgggac ttcaccatgc tgctgttcat ggtgggaaac ctcatcatca 720 

151 tcccagtggg catcaccttc ttcaaggatg agaccactgc cccgtggatc gtgttcaacg 780 

152 tggtctcgga caccttcttc ctcatggacc tggtgttgaa cttccgcacc ggcattgtga 840 

153 tcgaggacaa cacggagatc atcctggacc ccgagaagat caagaagaag tatctgcgca 900 

154 cgtggttcgt ggtggacttc gtgtcctcca tccccgtgga ctacatcttc cttatcgtgg 960 

155 agaagggcat tgactccgag gtctacaaga cggcacgcgc cctgcgcatc gtgcgcttca 1020 

156 ccaagatcct cagcctcctg cggctgctgc gcctctcacg cctgatccgc tacatccatc 1080 

157 agtgggagga gatcttccac atgacctatg acctggccag cgcggtgatg aggatctgca 1140 

158 atctcatcag catgatgctg ctgctctgcc actgggacgg ctgcctgcag ttcctggtgc 1200 

159 ctatgctgca ggacttcccg cgcaactgct gggtgtccat caatggcatg gtgaaccact 1260 

160 cgtggagtga actgtactcc ttcgcactct tcaaggccat gagccacatg ctgtgcatcg 1320 

161 ggtacggccg gcaggcgccc gagagcatga cggacatctg gctgaccatg ctcagcatga 1380 

162 ttgtgggtgc cacctgctac gccatgttca tcggccacgc cactgccctc atccagtcgc 1440 

163 tggactcctc gcggcgccag taccaggaga agtacaagca ggtggagcag tacatgtcct 1500 

164 tccacaagct gccagctgac ttccgccaga agatccacga ctactatgag caccgttacc 1560 

165 agggcaagat gtttgacgag gacagcatcc tgggcgagct caacgggccc ctgcgggagg 1620 

166 agatcgtcaa cttcaactgc cggaagctgg tggcctccat gccgctgttc gccaacgccg 1680 

167 accccaactt cgtcacggcc atgctgacca agctcaagtt cgaggtcttc cagccgggtg 1740 

168 actacatcat ccgcgaaggc accatcggga agaagatgta cttcatccag cacggcgtgg 1800 

169 tcagcgtgct cactaagggc aacaaggaga tgaagctgtc cgatggctcc tacttcgggg 1860 

170 agatctgcct gctcacccgg ggccgccgca cggcgagcgt gcgggctgac acctactgcc 1920 

171 gcctctattc gctgagcgtg gacaacttca acgaggtgct ggaggagtac cccatgatgc 1980 

172 ggcgcgcctt cgagacggtg gccatcgacc gcctggaccg catcggcaag aagaattcca 2040 

173 tcctcctgca caaggtgcag catgacctca actcgggcgt attcaacaac caggagaacg 2100 

174 ccatcatcca ggagatcgtc aagtacgacc gcgagatggt gcagcaggcc gagctgggtc 2160 

175 agcgcgtggg cctcttcccg ccgccgccgc cgccgccgca ggtcacctcg gccatcgcca 2220 

176 cgctgcagca ggcggcggcc atgagcttct gcccgcaggt ggcgcggccg ctcgtggggc 2280 

177 cgctggcgct cggctcgccg cgcctcgtgc gccgcccgcc cccggggccc gcacctgccg 2340 

178 ccgcctcacc cgggcccccg ccccccgcca gccccccggg cgcgcccgcc agcccccggg 2400 

179 caccgcggac ctcgccctac ggcggcctgc ccgccgcccc ccttgctggg cccgccctgc 2460 

180 ccgcgcgccg cctgagccgc gcgtcgcgcc cactgtccgc ctcgcagccc tcgctgcctc 2520 

181 acggcgcccc cggccccgcg gcctccacac gcccggccag cagctccaca ccgcgcttgg 2580 

182 ggcccacgcc cgctgcccgg gccgccgcgc ccagcccgga ccgcagggac tcggcctcac 2640 

183 ccggcgccgc cggcggcctg gacccccagg actccgcgcg ctcgcgcctc tcgtccaact 2700 

184 tgtgaccctc gccgaccgcc ccgcgggccc aggcgggccg ggggcggggc cgtcatccag 2760 

185 accaaagcca tgccattgcg ctgccccggc cgccagtccg cccagaagcc atagacgaga 2820 

186 cgtaggtagc cgtagttgga cggacgggca gggccggcgg ggcagccccc tccgcgcccc 2880 

187 cggccgtccc ccctcatcgc cccgcgccca cccccatcgc ccctgccccc ggcggcggcc 2940 

188 tcgcgtgcga gggggctccc ttcacctcgg tgcctcagtt cccccagctg taagacaggg 3000 

189 acggggcggc ccagtggctg agaggagccg gctgtggagc cccgcccgcc ccccaccctc 3060 

190 taggtggccc ccgtccgagg aggatcgttt tctaagtgca atacttggcc cgccggcttc 3120 

191 ccgctgcccc catcgcgctc acgcaataac cggcccggcc cccgtccgcg cgcgtccccc 3180 

192 ggtgacctcg gggagcagca ccccgcctcc ctccagcact ggcaccgaga ggcaggcctg 3240 

193 gctgcgcagg gcgcgggggg gaggctgggg tcccgccgcc gtgatgaatg tactgacgag 3300 

194 ccgaggcagc agtgccccca ccgtggcccc ccacgcccca ttaaccccca cacccccatt 3360 

195 ccgcgcaata aa 3372 
197 <210> SEQ ID NO: 3 
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198 <211> LENGTH: 1203 

199 <212> TYPE: PRT 

200 <213> ORGANISM: Homo sapiens 

201 <400> SEQUENCE: 3 
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